
2. ATG CAG GCO CGC TAC TCC GTG TCC AGC CCC AAC TCC CTG GGA GTG GTG CCC TAC CTC GCC 
1 MQARVSVSSPNSLGVVPYLC' 
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SI CCC GAG CAG ACC TAC TAC CGC CCG GCG GCC GCG GCG GCC GGG GGC GGC TAC ACC GCC ATG 
Z1GSQSYYRAAAAAAGGGYTAM 

121 CCG GCC CCC ATC ACC CTC TAC TCG CAC CCT GCG CAC GCC GAG CAG TAC CCG GGC GGC ATG 
41 PAPMSVYSHPAHASCYPGGX 



181 GCC CGC GCC TAC GGG CCC TAC ACG CCG CAG CCG CAG CCC AAG CAC ATG GTG AAG CCG CCC 
61AHAYC?YT| ? QPQPXSMVS?? 
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241 TAT AGC TAC ATC GCG CTC ATC ACC ATG GCC ATC CAG AAC GCC CCG GAC AAC AAG ATC ACT 
31YSYIA1.ITMAIQNAPDKKI T 

301 CTG AAC GGC ATC TAC CAG TTC ATC ATG GAC CGC TTC CCC TTC TAC CGG GAC AAC AAG CAG 
101 LNGIYQFIS1DRFPFYRBNX C 

261 GGC TGG CAG AAC AGC ATC CGC CAC AAC CTC TCG CTC AAC GAG TGC TTC GTC AAG GTG CCG 
121 CWQX5 IRHNLSLNZCFVKV? 

421 CGC GAC GAC AAG AAG CCG GGC AAG CGC AGC TAC TGG ACG CTG GAC CCG GAC TCC TAC AAC 
141RDDXKPCXGSYWTLDPDSYN 



491 ATG TTC GAG AAC GGC AGC TTC CTG CGG CGG CGG CGG CGC TTC AAG AAG AAG GAC 
151MFENG SFLRRRRR?XKKD 



541 AAG GAC AAG GAG GAG AAG GAC AGG CTG CAC CTC AAG GAG CCG CCC CCG CCC GGC CGC CAG 
181XDXEEXDRLKLXEPPP PGR Q 

601 CCC CCG CCC GCG CCG CCG GAG CAG GCC GAC GGC AAC GCG CCC GGT CCG CAG CCG CCG CCC 
201 PPPAPPEQADGNAPGFQFP ? 

661 GTG CGC ATC CAG GAC ATC AAG ACC GAG AAC GGT ACG TGC CCC TCG CCG CCC CAG CCC CTG 
221 VRIQD IKTENGTC ?SP PQ P ^ 

721 TCC CCG GCC GCC GCC CTG GGC AGC GGC AGC GCC GCC GCG GTG CCC AAG ATC GAG AGC CCC 
241SPAAALGSGSAAAVPXXE S ? 

781 GAC AGC AGC AGC AGC AGC CTG TCC AGC GGG AGC AGC CCC CCG GGC AGC CTG CCG TCG GCG 
261 DSSSSSLSSGSSPPGS LP SA 

841 CGG CCG CTC AGC CTG GAC GGT GCG GAT TCC GCG CCG CCG CCG CCC GCG CCC TCC GCC CCG 
231 RPLSLDGADSAPPPPAPS A P 

901 CCG CCG CAC CAT AGC CAG GGC TTC AGC GTG GAC AAC ATC ATG ACG TCG CTG CGG GGG TCG 
301 ? P K H S QGFSVDNIMTS LRG S 

961 CCG CAG AGC GCG GCC GCG GAG CTC AGC TCC GGC CTT CTG GCC TCG GCG CCC GCC TCC TCG 
321PCSAAAELSSGLLASAAAS S 

1021 CGC GCG GGG ATC GGA CCC CCG CTG GCG CTC GGC GCC TAC TCG CCC GGC CAG AGC TCC CTC 
341 RAGI APPLALGAYSPGQS S L 

1081 TAC AGC TCC CCC TGC ACC CAC ACC TCC AGC GCG GGC AGC TCG GGC GGC GGC GCC GGC GGC 
361 YSSPCSQTSSAGS5GGGGGG 

1141 GCG GGG GCC GCG CGG GGC GCG GGC GGC GCC GGG ACC TAC CAC TGC AAC CTG CAA CCC ATG 
381 AGAAG GAGGAGTYHCN LQAS 
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B- -~ gag ccc cco coc cac ttc cac gcc cc3j 
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1251 GGC TCG GCC GTG CAC CAC CCC CTG CCC GAC TAG TCT CTG CCT CCG CTC ACC AGC AGC ACC 
421 GSAVDCPLPGYSL??VTSS S 

1321 TCG TCG TCC CTG ACT CAC^GCC GCC GGC GGC GGC GGC GGC GGG GGA GGC CAG GAG GCC GGC 
441SSSL5HGGGGGGGGGGQEAG 

13B1 CAC CAC CCT GCO GCC CAC CAA GGC CCC CTC ACC TCG TGG TAC CTG AAC CAG GCG GGC GGA 
451 HH P A A"H QCR L T S W Y 1NQ AG G 

GAC CTG GGC CAC TTG GCG AGC GCG GCG GCG GCG GCG GCG GCC GCA GGC TAC CCG GGC CAG 
43lDliGHLASAAAAAAAAGYPGC 

15C1 CAG CAG AAC TTC CAC TCG CTG CGG GAG ATG TTC GAG TCA CAG AGG ATC GGC TTG AAC AAC 
5C1QQNFHSVREMFESQRIGLNN* 

15cl TCT CCA GTG AAC GGG AAT ACT AGC TGT CAA ATG GCC TTC CCT TCC AGC CAG TCT CTG TAC 
521 S PVNGXSSC QMAFP S S Q S * U Y 

1621 CGC ACG TCC GGA GCT TTC GTC TAC GAC TGT AGC AAG TTT TGA 
541 RTSGAFVYDCSXF* 

CACACCCTCAAAGCCGAACTAAATCGAACC^ 
AAAAATCCAATTAAAAAAAACCCCTGAGAATATTC^^ 
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